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* Upload of initial screening results to JMP Design of Experiments (DoE) identified optimized formulations for e IMCStips enabled purification and buffer exchange across multiple protein samples while significantly reducing costs relative to traditional workflows. this poster online.

bsequent experiments. . . . o : . : : L
>Ubsequ Xper > e By using automated liquid handling (ALH), 96 samples can be buffer exchanged at the same time into different formulations versus single buffer exchange by conventional Fast Protein Liquid Chromatography (FPLC).

e Enzyme activities were measured over time at multiple temperatures for proteins stored in three different . . 1 . : : . : : : : :
formulations: two highest T_ formulations and one lowest T formulation as a negative control. Formulations providing most stability quickly identified through Differential Scanning Fluorimetry (DSF) screening with SYPRO orange. : \
e This workflow is readily scalable to support higher-throughput screening and the generation of structured datasets. |

e Automating workflows and datasets can enable Machine Learning—driven approaches for identifying novel protein formulations and accelerating biologics development. integrated micro-chromatography systems
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